The expression of parasite genes is shown as a heat map, while the expression of orthologs in Arabidopsis and tomato is shown as a line plot with the tissue showing the most abundant expression labeled as red. The secretome analysis for the parasite unigenes was marked with stars. Unigenes predicted to be extracellular are marked as a red star and unigenes predicted to contain a signal peptide are marked as an orange star. 
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Supplementary gure 4. Phylogeny and gene expression pro les of upregulated haustorial aspartyl protease genes and their nonparasitic orthologs in Arabidopsis and tomato.
